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Bringing Bioinformatics to
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Resources for the Bioinformatics
Community
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Our currentwork focusseson three domains
and community building
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We extend offering to Advanced Bioinformatics
Technigues and integrateELIXIR Training

seehttp://www.vib.be/training
-> Bioinformatics

BASIC BIDINFORMATICS SCIENTIFIC SOFTWARE

PROGRAMMING

ADUANCED BIONFORNATICS
TECHNIOUES IX.
Tess

https://www.elixir-belgium.org/training

A . ViB
" Eiomrormatics SCIENCE MEETS LIFE

https:/tess.elixireurope.org/


http://www.vib.be/training

We have created a vibrant community for
computational biology and bioinformatics
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Community Meeting Februargnd December 2017 || APPLIED BIOINFORMATICS IN}
LIFE SCIENCES (2ND EDITION)

8-9 MARCH 2018, LEUVEN, BELGIUM

VIB Developers Meeting - March 2018
Category: BITS News
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N Last December we organized the community meeting on bioinformatics and computational biclogy. Now
'm we want to encourage a more specific field by organizing a meeting for software developers and
programmers. These VIB Developers Meetings will be more interactive, more focussed on specific topics
and will be organized on rotating locations.
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Software
Development
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We help foster recognition and longevity
for flagship VIB software tools

Conlra va

visualisation and exploration of predicted
transcription factor binding sites
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PhyD3:phyloXML phylogenetic tree viewer

PhyD3 demo tree - _EF
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We contribute to VIB software useful for the
Bioinformatics Community

Open source PhyDiBee viewer based on D3.js library
for web-based applications
- currently used by Gene3D fro@rengolLab
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Pan troglodytes Chimpanzee 9598
. . . Chlorocebus sabaeus Vervet/AGM 60711
- e Otolemur gamettii Bushbaby 30611

— Vertebrata Vertebrates (7742 g - 2 Loxodonta africana Elephant 9785
. Loxodonta africana Elephant 9785
Loxodonta africana Elephant 9785

. . Echinops telfairi Tenrec 9371
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—= Monadelphis domestica Opossum 13616 .
e | ctidomys tridecemlineatus Squirrel 43179 — .
Procavia capensis Hyrax 98!
Taeniopygia guttata Zebra Finch 59729 ——— .
Anas platyrhynchos Duck 88! — -+
Equus caballus Horse 9796
Ochotona princeps Pika 997
Sorex araneus Shrew 42254 —
Mus musculus M 10090 — ..
Owis arfes Sheep 9940 —— - ——
Pongo abeli i O n 9601
Macaca mulatta Macagque 95. 44
Loxo lephan

T
|_ Sus scrofa Pig 9823
Ovis aries Sheep 9940
Canis lupus familiaris Dog 9615
Mus musculus Mouse 10090
Ictidomys tridecemlineatus Squirrel 43179
Oryctolagus cuniculus Rabbit 9986
. Tupaia belangeri Tree Shrew 37347
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e Xenopus tropicalis X.tropicalis 8364

. Drosophila melanogaster Fruitfly 7227
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Refurbish and enhance your software
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ConTra
y

Please

“onTra is described in

Broos S, Hulpiau F, Galle J, Hooghe B, Van Roy F, De Bleser P

ConTra v2: a tool to identify transcription factor binding sites across species, update 2011,

Nucleic Acids Res. 2011 Jul;39(Web Server issue):W74-8. Epub 2011 May 16.

Site Menu

Home
Help
Citations
Links

Contact

Step 1 (out of 4):

select the type of analysis and specify the gene/transcript to be subjected to analysis

Type of analysi:

Visualization: Identify binding sites for 1 or several
transcription factors (TFs) in the cross-species alignment of
my promoter(s)

Exploration: Identify which transeription factors (TFs) can

Enter your e-mail address to receive the results {optional)

email address...

regulate my gene(s)/transcript(s). This can take a long time._.
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Reference org

Select the orgamsm you're working on. Human

SCIENCE MEETS LIFE



Visualize the predicted TFBS for IL2
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